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Immunity of Thoroughbred foals of diarrhea, and
analysis of gastrointestinal flora of Thoroughbreds
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Abstract. More than 70 % foals experience a gastrointestinal disease until 6 months after birth. The IgE was
not detected, because three foals, from which the feces were collected, were healthy until 6 months after birth.
In Lactobacillus isolated from Thoroughbred feces, Lactobacillus sp. KBL13 as new species was found.
Lactobacillius salivarius JCM 1150 (accession no. M59054) is the most closely related species in the
phylogenetic tree and showed the highest 16S rRNA sequence homology (96 %). DNA-DNA hybridization
analyses were performed, including the two most closely related species, L. salivarius JCM 12317 and L.
aviarius subsp. araffinosus JCM 56677 based on 16S rRNA gene sequence analysis. DNA-DNA relatedness
values between KBL13T and L. salivarius JCM 12317, L. aviarius subsp. araffinosus JCM 56677 were 15.8
and 7.9 %, respectively. DNA-DNA reassociation experiments with the three phylogenetically closest
Lactobacillus species confirmed that KBL13T (= JCM 14209T = DSM during registration) represents the type
strain of a novel species. These species tends to be isolated from Thoroughbred intestinal tracts widely. We

will research the relation with horse intestinal immune system and intestinal flora.
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Fig. 1 Determination of total foal serum IgE by ELISA using anti-IgE 176 (n = 3).
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Lactobacillus ruminis (M58828)
Lactobacillus equi (AB048833)
Lactobacillus agilis (M58803)

Lactobacillus aviarius subsp. aviarius (M58808)
856

Lactobacillus cypricasei (AJ251560)

KBLI13T (AB267406)

996

[- Lactobacillus salivarius (AF089108, previously, subsp. salivarius)

1000
Lactobacillus salivarius (M59054, previously, subsp. salicinius)

Lactobacillus mali (M58824)

Lactobacillus mobilis (AB242320)

Lactobacillus backi (DQ406860)

997

— Lactobacillus paracollinoides (E16651)

1000

L Lactobacillus collinoides (AB005893)

Unrooted phylogenetic tree based on 16S rRNA comparisons showing
the relationships of strain LBL13 to other Lactobacillus strains. Bootstrap
confidence values obtained with 1000 resamplings are given at the
branch points (only values "500 are shown). Accession numbers are
given in parentheses. The bar indicates a genetic distance of 0.01. An
expanded version of this tree with more taxa is available as
supplementary data in IJSEM Online (hitp://ijs.sgmjournals.org/).
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