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Table 1 Sources of primer pairs examined in the present study

Sequences of each primer iﬁ?:;; specificity
AP-1 GAG CAG CAG CTT AAG GCA GAG GC (Forward) 650 A pegreffii

AP-2 GAG CAG CAG CTT AAG GCA GAT GC (Forward) 650
AniF GACATT GTT ATT TCA TTG TAT GTG TTG AAA ATG (Forward) 590

PhyF  GGC TGG TTG ATG AAC TGT TG (Forward)
ConF  TGA TAT GCT TGA AAG GCA GG (Forward)
HysF  GCC TTC CAT ATG CGC GTA TA (Forward)

PsF CGA GTA CTT TTT ATG GTC GTG AAG T (Forward) 350

A. pegreffii

A. simplex s. str.
A. pegreffii

130 A physeteris
780  C. osculatum
970  H aduncum

P. decipiens

Primer B GCC GGA TCC GAA TCC TGG TTA GTT TCT TTT CCT (Reverse)
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Fig. 1 Muliiplex PCR analysis of nematodes of the subbfamily
Anisakinae. Multiplex PCR was performed with the six
genetic markers. Samples of genomic DNA from A.
physeteris (lane 1), P. decipiens (lane 2), A. simplex s.
str. (lane 3), A. pegreffii (lane 4), C. osculatum (lane 5)
and H. aduncum (lane 6).
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