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Table 1 Up-regulated Genes Responding to PCB126 Exposure

Biphenly/PCB126 = TCDD/PCB126 DMSO/PCB126 Clone ID Protein Function
=05 =05 =05 At3g49220 pectinesterase-like heat stress
protein response

=05 =05 =05 Atd4g23680  major latex protein stress
response

<05 <05 <05 At4g34710 argimn stress

decarboxylase
SPE2 response
£05 =05 =05 At5g14920 putative protein -
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Research Group 3
“Studies on biomonitoring and phytoremediation of dioxins in the polluted
environment using transgenic plants.”

Shigenori Sonoki (School of Environmental Health)

Abstract: The stability and hydrophobic nature of polychlorinated biphenyls (PCBs) make them a persistent environmental
hazard; thus, the environmental pollution level of PCBs has been kept high for a long time especially in Japan. Among many
PCB congeners, the high environmental toxicity of coplanar PCBs (Co-PCBs) is becoming more severe. In this study, the gene
(s) that respond to the chemical stress of Co-PCBs in the genome of plant, Arabidopsis thaliana, was (were) searched using
cDNA microarray. This study, which intends to use the plant gene (s) as a biomarker for monitoring the environmental levels
of Co-PCBs, is expected to lead to the development of a new strategy in the risk assessment of Co-PCBs contamination. As a
result, four cDNAs were found, which look like the up-regulated genes responding to PCB126 exposure for 48hours, in about
9,000 cDNA fragments. These genes are expected to be the candidate for a biomarker in the environmental monitoring of Co-
PCBs.



