WEBEFE | maikist 817 - 18% - 20084

AXDNA AN TR 27 b
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Abstract: Following rapid progress in human genetics research, the importance of construction of bio-
resource banking system grows in the world. Whole genome association studies can identify gene
polymorphisms in human DNA that cause particular diseases or are responsible for effects of medicines.
However, identification of these genetic factors need many clinical and control cases with the DNA and serum
in blood sample. Bio-resource banking system has already established in humans and allows us to use the large
population samples. Dogs share many diseases with humans and bio-resource banking system is also useful for
genetics research in dogs.

The objective of this study is to develop canine bio-resource banking system in Japan. For extraction of
DNA from blood samples, we compared the efficacy of DNA extraction kit between Genomix 2.4 blood and
QIAamp DNA Blood Midi Kit.

Eleven referral veterinary animal hospitals agreed with canine bio-resource banking project in Japan.
Following allowance of the use of blood samples and patient data from the owners, the veterinarian will send
samples and patient data to our laboratory in Azabu University. Genomix 2.4 blood was selected for extraction
of DNA from blood samples because Genomix 2.4 blood is superior to QIAamp DNA Blood Midi Kit in that
the amount of DNA extraction from 2 ml of the blood sample.

The developed canine bio-resource banking system would be a key source for genetics research in dogs.
Progress of the research would lead to prevention and therapy of the genetic diseases in dogs.

EﬁTé%iﬁ:ﬁ%iﬁ“/~7l‘/%-®ﬁﬁy"tli b =,

1. B ®
BANDET 7 LB AT 35 B C g el

20034EDL M/ ATOT 2y MZLBEF I A ERESNL-EHRIC %b%ﬁm%%ﬁ%%ﬁ

HIFERY (TR RE e~ A 7 0 7 L A B AR S S,

FCH B D ETEIZFEY, 2002 4005 EE Ny T~ v BRI L2 ACRE L 22 A% 5l A 0 B ART-15 $it lﬁo‘ﬂf:*

TrUY s MFERL, BE, B M A 5= A4 FEROERAEINTETWS
W EEFSZRIZOVWTOT— ¥ R—APNE I 4X®£¢/Aﬁﬂmﬁummﬁtﬁ%éﬂ%
Twa U, —iHHLHE (SNP) P —#%LH 2004 fEICIZDNA Y —H —F HW - BEFIEH % b

(CNV) B EDTF—9R—A % LICHEIET SR % EICKEBEE XTSI LTS 5725, 2005
<= ik@ﬁ@ww%amtihﬁ%&fx@ Vi

BORFERCER DRZ MR EORIRIZED 28 / LECHITEH SIS S, BE, 1 XOEET
BEFOBTHBRICITONT WS 2Y, EEES % % %ﬁ%%&u,hbwf/Aﬁﬁtﬁﬁ&¥L



254 FRAT AR %17 - 182 2008 4F

Referral veterinary

. g Bio-resource
animal hospital

Azabu university

Genetics research

Clinical
practice

Patient data and
blood samples
(DNA and serum )

Canine bio-resource . . ’
banking system P To identify genes affecting

particular diseases and

Application to clinical use and contribution to

effects of medicine

the progress of small animal practice

Fig. 1 Scheme of canine bio-resource banking project
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The integrity and size of canine DNA was checked by
agarose gel electrophoresis. DNA fragments were not
observed under 12 kb in any lanes. M, DNA marker.
1-3 lanes, DNA extracted by Qiagen. 4-6 lanes, DNA
extracted by Genomix.

Fig. 2 Agarose gel electrophoresis of canine DNA extracted from blood samples
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